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Figure S1 The DNA methylation level of YTHDF1 promoter in TCGA HNSCC samples. The Heatmap of methylation levels in normal 
and tumor samples. Data were from TCGA HNSCC samples (dataset ID: TCGA.HNSC.sampleMap/HumanMethylation450).
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Figure S2 The infiltration levels of immune cells. The samples stratified based on gene dosage. * P < 0.05; ** P < 0.01; *** P < 0.001.


