Supplementary

Table S1 PCR primers

Gene Organism Primer name Sequence
GZMB Human Forward TGCGGTGGCTTCCTGATACG
Reverse TCGGCTCCTGTTCTTTGATATTGTG
LAMC2 Human Forward AGGAGCTGGAGTTTGACACG
Reverse ACACTGAGAGGCTGGTCCAT
NAT1 Human Forward GCCGGCTGAAATAACCTGAAT
Reverse AATGTCCATGATCCCCTTTCTTA
EDAR Human Forward CTCTGCCCCAGCCTGTTG
Reverse GCTTTGCTGGAGTTGCTGTC
CCDC80 Human Forward CCCTCGGTAAAGAGAGAGAGG
Reverse TCATTGTGTAATCCAATGGTGGC
SNAIT Human Forward CGAGTGGTTCTTCTGCGCTA
Reverse CTGCTGGAAGGTAAACTCTGGA
HOTAIR Human Forward AAGTGAAACCAGCCCTAGCC
Reverse GCTCTGTGCTGCCAGTTAGA
FASN Human Forward GCAAGCTGAAGGACCTGTCT
Reverse AATCTGGGTTGATGCCTCCG
INHBB Human Forward GGCTACTACGGGAACTACTGTGAG
Reverse GTGTGGAAGGAGGAGGCAGAG
CD36 Human Forward TTGATTGAAAAATCCTTCTTAGCCA
Reverse TGGTTTCTACAAGCTCTGGTTCTTA
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