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Figure S1 Expression levels of 21 m6A regulators in normal tissues and ESCA tumor tissues by matching TCGA-ESCA normal and GTEx data. (A) METTL3. (B) METTLI14. (C) WTAP. (D) VIRMA. (E) ZC3H]13. (F) RBM15. (G) RBMI15B. (H) FTO. (I)
ALKBHS. () YTHDCL. (K) YTHDC2. (L) YTHDFI. (M) YTHDF2. (N) YTHDEF3. (O) HNRNPC. (P) FMRI. (Q) LRPPRC. (R) HNRNPA2BI. (S) IGF2BP1. (T) IGF2BP2. (U) IGF2BP3. *, P<0.05.
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Figure S3 Correlation analysis between METTL3, METTL14, WTAP and immune cells obtained from the TIMER database.
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Figure S4 Correlation analysis between KIAA1429 (also known as VIRMA), ZC3H13, RBM15 and immune cells obtained from the TIMER database.
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Figure S5 Correlation analysis between RBM15B, FTO, ALKBHS5 and immune cells obtained from the TIMER database.
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Figure S6 Correlation analysis between YTHDC1, YTHDC2, HNRNPC and immune cells obtained from the TIMER database.
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Figure S7 Correlation analysis between YTHDF1, YTHDEF2, YTHDF3 and immune cells obtained from the TIMER database.
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Figure S8 Correlation analysis between FMR1, HNRNPA2B1, LRPPRC and immune cells obtained from the TIMER database.

© Translational Cancer Research. All rights reserved.

https://dx.doi.org/10.21037/ter-23-910




E Purity B Cell CD8+ T Cell CD4+ T Cell Macrophage Neutrophil Dendritic Cell

o

= s or=0.092 ] partial.cor = 0.068 *  gartial.cor = 0.042 e ® partial.cor = -0.08 e dartial.cor = 0.094 o partial.cor = -0.017 e pamal cor=-0.113
8 2.18e-Q ie P = 3.69e-01 o, *P=572¢01| ¢ P = 2.89¢-01 e & P=207e01|| o o P = 8.23¢-01 et =1.31e-01
o 5.0 e (X o0 4 e & L) @ o6 o " ®

= o . . - - 0 » . ® .

- \:o. ° °'Q. e o o"o o‘o.. ] .'l.o . o o

> o [ ° [/ S .

Fy s @ o - o||e o op o . oV o . o* oo, .

_Cl 254 « .£’ . o . '. .‘::‘ oo ’ﬂ*"n.c 4 o.‘J." = '.. . :‘Q.*O. .' :0 *e, .‘ . . -

S 2 o e oo _o © ° % o ®q0 *’0 o

1]

£ 001 20 ° ® oo &’ ° & ~ T Somem ﬁ:-’\'\ .m—a °
i

& 254

O] 0.25 0.60 0.756 0.1 0.2 0.3 010 015 020 025 0.30 0.1 0.2 0.3 0.00 0.05 0.10 0.15 0.075 0100 0.126 0.150 0.175 05 0.6 0.7

Infiltration Level

% B Cell CD8+ T Cell CD4+ T Cell Macrophage Neutrophil Dendiritic Cell
= 81 e. * partial.cor=-0.001 .partlal cor = 0.094 A partial.cor = -0.109 ¢ Jartial.cor = 0.005 o * partial.cor =-0.051 . partial.cor = -0.09
o " P = 9.91e-01 ) . o 2.11e-01 e P = 1.48e-01 o o P =9.51e-01 1) P = 5.00e-01 ol 8 . P = 2.32e-01
8 $e a - . )
D 61 *
3
= <T
[ 3 L ]
(=3
g4e X '} H r
o o 0 o
u% See 0
2 -
% o' . ®e Y ®e o ® . i . . * B » *
o~ . . ® . . .
5] 025 050 075 01 02 03 070 015 020 025 030 01 0.2 03 000 005 010 015 0075 0100 0.125 0.150 0.175 05 0.6 07
Infiltration Level
g Purity B Cell CD8+ T Cell CD4+ T Cell Macrophage Neutrophil Dendritic Cell
~ 757 ® cor = -0.004 . partial.cor = -0.024 ® partial.cor = 0.021 ¢ partial.cor = -0.094 . partlal cor = 0.097 . partial.cor = -0.06 . partial.cor = -0.003
% o @ 9.54e-01 P = 7.45e-01 ° P = 7.83e-01 P =2.12e-01 =1.97e-01| | o P =4.27e-01 ° P = 9.63e-01
<) e’ hY) ° ’f. °
= e ® o . Aot 0% ° L
T 501 IR WX o
g U Y ¢ Ly
— o« ® 99 2 '
< (&) ° . L) .
'%25'{3 .0: . .. o.z..:’..o
o RO SN
o [
3 ° "‘ °
ﬂ 0.0 oof e
&
o} 0.25 0.50 0.75 0.1 0.2 0.3 010 015 020 025 030 0.1 0.2 03 0.00 0.05 0.10 0.15 0.075 0.100 0.125 0.150 0.175 05 0.6 0.7

Infiltration Level

Figure S9 Correlation analysis between IGF2BP1, IGF2BP2, IGF2BP3 and immune cells obtained from the TIMER database.
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Figure S13 Correlation analysis between m6A regulators and molecular subtypes. (A) METTL3. (B) METTL14. (C) WTAP. (D) KIAA1429 (also known as VIRMA). (E) ZC3H13. (F) RBM15. (G) RBM15B. (H) FTO. (I) ALKBHS5. (J) YTHDCI. (K)
YTHDC2. (L) YTHDF1. (M) YTHDE2. (N) YTHDEF3. (O) HNRNPC. (P) FMRI. (Q) LRPPRC. (R) HNRNPA2BI. (S) IGF2BP1. (T) IGF2BP2. (U) IGF2BP3.
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