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Supplementary

Figure S1 Downregulated genes. Presentation of different downregulated genes (marked in red) in TNF-(A), Relaxin-(B), MAPK-(C) and 
IL17-(D) signaling pathways in tumor samples of patients with MPM after platinum-based therapy presented within interaction networks 
from the Kyoto Encyclopedia of Gene and Genomes.

Figure S2 Upregulated genes. Presentation of different upregulated genes (marked in green) in AMPK-(A), mTOR-(B), Longevity 
regulating(C) and Wnt-(D) signaling pathways in tumor samples of patients with MPM after platinum-based therapy presented within 
interaction networks from the Kyoto Encyclopedia of Gene and Genomes.
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