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Figure S1 KEGG pathways and Gene Ontology terms analyses for Stromal score and Immune score seperately.
A. Top 9 KEGG pathways enriched by the Stromal score-related DEGs. 
B. Top 10 KEGG pathways enriched by the Immune score-related DEGs. 
C. Top 10 Gene Ontology terms enriched by the Stromal score-related DEGs. 
D. Top 10 Gene Ontology terms enriched by the Immune score-related DEGs.
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Figure S2 PPI network of 44 DEGs
A. 7 clinically applied immune checkpoint inhibitors target genes (red circles) and 36 selected prognostic genes (green circles) from TCGA 
have complicate interactions in the PPI network analysis.
B. Top 10 potential immunotherapy target genes and brief function introductions.
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