Supplementary

|
50
— | | IIII III IIII III

S ANTNOETOANANOO—=ANNTNO~0NO
—_

w b O
o O O
o O O

-
w b o
[eNe) o

Tumor tissue/para-cancerous tissue (2™-44€T) ~
N
oo

0000~
ohbhomo

Cases
* The expression multiples of tsSRNA-5001a in cancer tissues relative to their adjacent tissues in each enrolled patient in this study.

Figure S1 The expression level of tsRINA-5001a in tumor and paired adjacent tissues of enrolled patients was detected by RT-qPCR. The
abscissa represents the patients, and the ordinate represents the expression level of tsRNA-5001a in the tumor tissues relative to the paired

AACT

adjacent tissues. The 27" method was used to calculate the relative expression level. RT-qPCR, real-time quantitative polymerase chain

reaction.
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Figure S2 Correlation between tsRINA-5001a relative expression Figure S3 GADD45G expression in EGFR-mutant and wild-

level and DFS. DFS, disease-free survival. type patients (4 patients out of 513 patients were not included due
to EGFR mutation information being not available). **, P<0.01.
GADD45G, growth arrest and DNA damage inducible gamma;
EGFR, epidermal growth factor receptor.
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