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Supplementary

Rapid genomic profiling of circulating tumor DNA in non-small cell lung cancer using Oncomine Precision Assay with
Genexus™ Integrated Sequencer

Figure S1 Oncomine Precision Assay gene list.
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Figure S2 Distribution of plasma volume and corresponding extracted cfTNA.

Figure S3 Molecular depth and the percentage of amplicons at LOD of 0.5% and 0.1%.



Figure S4 Relative molecular coverage per amplicon in individual genes included in OPA.
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Figure S5 Relative molecular coverage per amplicon in NSCLC genes included in OPA.
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