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Figure S1 The heatmaps of differentially expressed genes in NC
vs. BLM, BLM vs. BLM+Rhy and NC vs. BLM+Rhy groups.
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Figure S2 Volcano plots of NC vs. BLM, BLM vs. BLM+Rhy and
NC vs. BLM+Rhy groups.

https://dx.doi.org/10.21037/tlcr-22-675



KEGG Pathway Enrichment

Avon guidance °
Melanogenesis .
Gapjuncton .
CGMP-PKG signaiing pathway | °
TN signaing pathiay | .
PlaK-At signaing patrway | @)

o}
v et o Number

Category
[ |
I Enveonmental information Processing
[ Human Diseases Greadtan envainment 0 & 10
[ vetaboism ® s
I organismal systems Ras signaing patnway { [ ] : ’1:
NCVSBLM = = ° e
Renin secretion { L] FDR
58
ol il omrgir] . s
-
Rheumatoid arthritis { L]
aE
— . "
L CAMP signaling pathway { L ]

Rap1 signaing pathway { [ ]

“log10(P-valve)

Pathway

[rr——

o008 oz B3 B3
rich

KEGG Pathway Enrichment

Drug metabolism - other enzymes .
Salivary secretion {

Apelin signaling pathway {

Adrenergic signaling in cardiomyocytos {

Circadian entrainment { .

.
Category
[ pevaru—
Human Dsesses - vacton | .
I Garciac muscle contractio Niror
1B st sysems Adpocytokine signaiing paitway | % &
o
‘Chemical carcinogenesis { . @ =
@ »
Proton digestion and absorplion . ®
Insulin secretion { L] FDR
100
ECM-recepto nteraction . o075
050
Orug metabolsm - cytochrome P450- .
ug o 025

2

BLM VS BLM+Rhy

Pathway

-l0g10(P-value)
S
_ ]
——————
— |
]
E—

Focal adhesion{ @
-4

g $£§ PPAR signaling pathway {

EE

5 H Vascular smooth muscle contraction | ®

5 g " ‘Metabolism of xenobiotics by cytochrome P450- Ll

f UB—

Hypertrophic cardiomyopathy (HCM) {

L]
z
5
Caicium signaiing pathiay | ®
0T 030 3 o350 o3

KEGG Pathway Enrichment

Gellachesion molecules (CAMs){ o
Intestinal immune network for 19A production {
Drug metabolism - cytochrome P450 |
‘Chagas disease (merican trypanosomiasis) { .
Ghemokino signaiing pathway | °
CotrProcosses
Osteociast dierentation { o

pR——
| Amosbisi .

Hypertrophic cardiomyopathy (HCM) {
Calclum signaling pattway { L d
050

PK-AKt signaing patay | - @)

NC VS BLM+Rhy

Pattway
.
°
8

Dilatod cardiomyopathy (DCM){
Number

Focal adhesion

-log10P-vakue) -
]
I
|
e ———————
e |
EE—————
E—
I
|
N
I
]
[ e——

Protein digestion and absorption {
Phagosome L
Rheumatoid arthrits {

‘Staphylococcus aureus infection:

Cou,

Malaria

ECM-receptor interaction |

Cokine-cytokin recepior eracton Y

Figure S3 KEGG analysis of NC vs. BLM, BLM vs. BLM+Rhy and NC vs. BLM+Rhy groups.
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Figure S4 GO terms of NC vs. BLM, BLM vs. BLM+Rhy and NC vs. BLM+Rhy groups.
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Figure S5 PPI of differentially expressed mRNAs of NC vs. BLM,

BLM vs. BLM+Rhy, NC vs. BLM+Rhy groups.
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Figure S6 Expression patterns of genes of NC, BLM and BLM+Rhy groups in nine clusters.
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