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Supplementary Figure 2: ROC curve of the RS prediction model included A) DFS of TCGA training data set, B) RFS of 
TCGA training data setand C) DFS of GSE50081 verification data set, in which the red, blue and green curves represent 1, 
3, and 5 years ROC respectively

Supplementary

Figure S1 Cytokine-cytokine receptor interaction signaling pathway, red marks indicate significantly up-regulated DEGs.

Figure S2 ROC curve of the RS prediction model included (A) DFS of TCGA training data set, (B) RFS of TCGA training data set, and (C) 
DFS of GSE50081 verification data set, in which the red, blue and green curves represent 1, 3, and 5 years ROC respectively. 


