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Figure S1 Analysis of PPIF-correlated genes and the PPI network. (A) Visualization of the interaction network of PPIF-binding biomolecule
based on the BioGRID database. (B) The top 20 genes positively correlated to PPIF obtained from the GEPIA2 database. ***, P<0.001.
PPIF, peptidyl-prolyl isomerase F; PPI, protein-protein interaction; BioGRID, Biological General Repository for Interaction Datasets;
GEPIA2, Gene Expression Profiling Interactive Analysis 2.
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