Common differential urinary proteins identified using both the DDA and DIA methods

(GPDH-C) (EC 1.1.1.8)

Uniprot ID | Protein description Gene name | Ratio of AHSP/HCP in DDA | Ratio of AHSP/HCP in DIA

PO7741 Adenine phosphoribosyltransferase (APRT) (EC 2.4.2.7) APRT Infinity 1.88
Pterin-4-alpha-carbinolamine dehydratase (PHS) (EC 4.2.1.96) (4-alpha-
hydroxy-tetrahydropterin dehydratase) (Dimerization cofactor of hepatocyte

P61457 nuclear factor 1-alpha) (DCoH) (Dimerization cofactor of HNF1) PCBD1 Infinity 2.88
(Phenylalanine hydroxylase-stimulating protein) (Pterin carbinolamine
dehydratase) (PCD)
Dihydropteridine reductase (EC 1.5.1.34) (HDHPR) (Quinoid dihydropteridine .

P09417 . ) QDPR Infinity 2.74
reductase) (Short chain dehydrogenase/reductase family 33C member 1)

Q5R314 Tetratricopeptide repeat protein 38 (TPR repeat protein 38) TTC38 Infinity 2.20
Lysosomal alpha-mannosidase (Laman) (EC 3.2.1.24) (Lysosomal acid alpha-
mannosidase) (Mannosidase alpha class 2B member 1) (Mannosidase alpha-B)

000754 [Cleaved into: Lysosomal alpha-mannosidase A peptide; Lysosomal alpha- MAN2B1 Infinity 3.46
mannosidase B peptide; Lysosomal alpha-mannosidase C peptide; Lysosomal
alpha-mannosidase D peptide; Lysosomal alpha-mannosidase E peptide]

P25774 Cathepsin S (EC 3.4.22.27) CTSS Infinity 4,57
Glycerol-3-phosphate dehydrogenase [NAD (+)], cytoplasmic (GPD-C

P21695 y phosp yerog [ (+)]. cytop ( ) GPD1 28.00 3.72




Serine hydroxymethyltransferase, cytosolic (SHMT) (EC 2.1.2.1) (Glycine

P34896 . SHMT1 16.67 3.00
hydroxymethyltransferase) (Serine methylase)
D-dopachrome decarboxylase (EC 4.1.1.84) (D-dopachrome tautomerase)

P30046 DDT 15.67 2.85
(Phenylpyruvate tautomerase 1)
Lambda-crystallin homolog (EC 1.1.1.45) (L-gulonate 3-dehydrogenase)

Q9Y2S2 CRYL1 13.67 331
(Gul3DH)
N (G),N (G)-dimethylarginine dimethylaminohydrolase 1 (DDAH-1)

094760 (Dimethylarginine dimethylaminohydrolase 1) (EC 3.5.3.18) (DDAHI) DDAH1 9.83 1.66
(Dimethylargininase-1)
Palmitoyl-protein thioesterase 1 (PPT-1) (EC 3.1.2.22) (Palmitoyl-protein

P50897 PPT1 8.33 2.22
hydrolase 1)
Lysosomal acid glucosylceramidase (Lysosomal acid GCase) (EC 3.2.1.45)
(Acid beta-glucosidase) (Alglucerase) (Beta-glucocerebrosidase) (Beta-GC)

P04062 (Cholesterol glucosyltransferase) (SGTase) (EC 2.4.1.-) (Cholesteryl-beta- GBA 8.00 2.13
glucosidase) (EC 3.2.1.104) (D-glucosyl-N-acylsphingosine glucohydrolase)
(Imiglucerase)
Cytosolic non-specific dipeptidase (EC 3.4.13.18) (CNDP dipeptidase 2)

Q96KP4 (Carnosine dipeptidase I1) (Epididymis secretory protein Li 13) (Glutamate CNDP2 5.48 2.71
carboxypeptidase-like protein 1) (Peptidase A)

P17050 Alpha-N-acetylgalactosaminidase (EC 3.2.1.49) (Alpha-galactosidase B) NAGA 5.17 4.50
N-sulphoglucosamine sulphohydrolase (EC 3.10.1.1) (Sulfoglucosamine

P51688 SGSH 5.02 3.94

sulfamidase) (Sulphamidase)




Q99497

Protein/nucleic acid deglycase DJ-1 (EC 3.1.2.-) (EC 3.5.1.-) (EC 3.5.1.124)
(Maillard deglycase) (Oncogene DJ1) (Parkinson disease protein 7)
(Parkinsonism-associated deglycase) (Protein DJ-1) (DJ-1)

PARKY

481

1.79

Q8NCC3

Group XV phospholipase A2 (EC 2.3.1.-) (1-O-acylceramide synthase) (ACS)
(LCAT-like lysophospholipase) (LLPL) (Lysophospholipase 3) (Lysosomal
phospholipase A2) (LPLA2)

PLA2G15

4.78

2.80

Q8IV08

5'-3" exonuclease PLD3 (EC 3.1.16.1) (Choline phosphatase 3) (HindlIll K4L
homolog) (Hu-K4) (Phosphatidylcholine-hydrolyzing phospholipase D3)
(Phospholipase D3) (PLD 3)

PLD3

4.33

2.29

P34059

N-acetylgalactosamine-6-sulfatase (EC 3.1.6.4) (Chondroitinsulfatase)
(Chondroitinase) (Galactose-6-sulfate sulfatase) (GalN6S) (N-
acetylgalactosamine-6-sulfate sulfatase) (GaINACc6S sulfatase)

GALNS

4.30

4.26

P09210

Glutathione S-transferase A2 (EC 2.5.1.18) (GST HA subunit 2) (GST class-
alpha member 2) (GST-gamma) (GSTA2-2) (GTH2)

GSTA2

4.29

2.68

P01019

Angiotensinogen (Serpin A8) [Cleaved into: Angiotensin-1 (Angiotensin 1-10)
(Angiotensin 1) (Ang I); Angiotensin-2 (Angiotensin 1-8) (Angiotensin Il) (Ang
I1); Angiotensin-3 (Angiotensin 2-8) (Angiotensin I11) (Ang 111) (Des-Asp[1]-
angiotensin 11); Angiotensin-4 (Angiotensin 3-8) (Angiotensin 1V) (Ang IV);
Angiotensin 1-9; Angiotensin 1-7; Angiotensin 1-5; Angiotensin 1-4]

AGT

4.08

3.39




075309 Cadherin-16 (Kidney-specific cadherin) (Ksp-cadherin) CDH16 3.72 1.79
Thioredoxin domain-containing protein 17 (14 kDa thioredoxin-related protein)

Q9BRA2 . . L . TXNDC17 3.67 1.79
(TRP14) (Protein 42-9-9) (Thioredoxin-like protein 5)
Retinoid-inducible serine carboxypeptidase (EC 3.4.16.-) (Serine

Q9HB40 . SCPEP1 3.57 2.29
carboxypeptidase 1)
Glutamyl aminopeptidase (EAP) (EC 3.4.11.7) (Aminopeptidase A) (AP-A

Q07075 . y L P p (EAP)( . ) pep ) ( ) ENPEP 3.56 2.10
(Differentiation antigen gp160) (CD antigen CD249)
Putative phospholipase B-like 2 (EC 3.1.1.-) (76 kDa protein) (p76) (LAMA-
like protein 2) (Lamina ancestor homolog 2) (Phospholipase B domain-

Q8NHP8 . . . . . . PLBD2 3.38 2.20
containing protein 2) [Cleaved into: Putative phospholipase B-like 2 32 kDa
form; Putative phospholipase B-like 2 45 kDa form]
Aspartate aminotransferase, cytoplasmic (cCAspAT) (EC 2.6.1.1) (EC 2.6.1.3)

P17174 (Cysteine aminotransferase, cytoplasmic) (Cysteine transaminase, cytoplasmic) | GOT1 3.26 2.36
(cCAT) (Glutamate oxaloacetate transaminase 1) (Transaminase A)
Sialate O-acetylesterase (EC 3.1.1.53) (H-Lse) (Sialic acid-specific 9-O-

Q9HAT?2 SIAE 3.21 2.82
acetylesterase)
Alpha-1-antichymotrypsin (ACT) (Cell growth-inhibiting gene 24/25 protein

P01011 P ) y y_p ( ) ( .g . g 9 P ) SERPINA3 3.17 2.90
(Serpin A3) [Cleaved into: Alpha-1-antichymotrypsin His-Pro-less]
Deoxyribonuclease-2-alpha (EC 3.1.22.1) (Acid DNase) (Deoxyribonuclease Il

000115 DNASE?2 3.00 2.51

alpha) (DNase Il alpha) (Lysosomal DNase Il) (R31240_2)




P16278

Beta-galactosidase (EC 3.2.1.23) (Acid beta-galactosidase) (Lactase) (Elastin
receptor 1)

GLB1

2.97

4.42

075787

Renin receptor (ATPase H (+)-transporting lysosomal accessory protein 2)
(ATPase H (+)-transporting lysosomal-interacting protein 2) (ER-localized type
| transmembrane adaptor) (Embryonic liver differentiation factor 10) (N14F)
(Renin/prorenin receptor) (Vacuolar ATP synthase membrane sector-associated
protein M8-9) (ATP6M8-9) (V-ATPase M8.9 subunit) [Cleaved into: Renin
receptor N-terminal fragment; Renin receptor C-terminal fragment]

ATP6AP2

2.96

2.45

P07686

Beta-hexosaminidase subunit beta (EC 3.2.1.52) (Beta-N-acetylhexosaminidase
subunit beta) (Hexosaminidase subunit B) (Cervical cancer proto-oncogene 7
protein) (HCC-7) (N-acetyl-beta-glucosaminidase subunit beta) [Cleaved into:
Beta-hexosaminidase subunit beta chain B; Beta-hexosaminidase subunit beta
chain A]

HEXB

2.93

4.33

P09467

Fructose-1,6-bisphosphatase 1 (FBPase 1) (EC 3.1.3.11) (D-fructose-1,6-
bisphosphate 1-phosphohydrolase 1) (Liver FBPase)

FBP1

2.92

2.59

P00450

Ceruloplasmin (EC 1.16.3.1) (Ferroxidase)

CP

2.70

2.69

P04406

Glyceraldehyde-3-phosphate dehydrogenase (GAPDH) (EC 1.2.1.12) (Peptidyl-
cysteine S-nitrosylase GAPDH) (EC 2.6.99.-)

GAPDH

2.61

2.13

P0O7339

Cathepsin D (EC 3.4.23.5) [Cleaved into: Cathepsin D light chain; Cathepsin D
heavy chain]

CTSD

2.52

3.01




Aldo-keto reductase family 1 member Al (EC 1.1.1.2) (EC 1.1.1.372) (EC
1.1.1.54) (Alcohol dehydrogenase [NADP (+)]) (Aldehyde reductase)

P14550 AKR1A1 2.49 3.12
(Glucuronate reductase) (EC 1.1.1.19) (Glucuronolactone reductase) (EC
1.1.1.20)
2-iminobutanoate/2-iminopropanoate deaminase (EC 3.5.99.10) (14.5 kDa
translational inhibitor protein) (hp14.5) (p14.5) (Heat-responsive protein 12
P52758 L . p_ . ) (hp . ) (PL45)( P . p. L ) RIDA 2.37 2.54
(Reactive intermediate imine deaminase A homolog) (Translation inhibitor L-
PSP ribonuclease) (UK114 antigen homolog)
L-lactate dehydrogenase B chain (LDH-B) (EC 1.1.1.27) (LDH heart subunit)
P07195 . . LDHB 2.25 2.10
(LDH-H) (Renal carcinoma antigen NY-REN-46)
PO7737 Profilin-1 (Epididymis tissue protein Li 184a) (Profilin I) PFN1 2.23 1.88
P05062 Fructose-bisphosphate aldolase B (EC 4.1.2.13) (Liver-type aldolase) ALDOB 2.19 2.52
000584 Ribonuclease T2 (EC 4.6.1.19) (Ribonuclease 6) RNASET2 2.02 2.27
P04217 Alpha-1B-glycoprotein (Alpha-1-B glycoprotein) AlBG 1.88 2.53
Avrylsulfatase A (ASA) (EC 3.1.6.8) (Cerebroside-sulfatase) [Cleaved into:
P15289 ARSA 1.65 4.36
Arylsulfatase A component B; Arylsulfatase A component C]
Protein shisa-7 (Cystine-knot AMPAR modulating protein of 59 kDa)
AB6NL88 (CKAMP59) (GABA (A) receptor auxiliary subunit Shisa7) (Protein shisa-6- SHISA7 0.67 0.39
like)
Collagen alpha-1 (XV) chain [Cleaved into: Restin (Endostatin-XV) (Related to
P39059 endostatin) (Restin-1); Restin-2 (Restin-I1); Restin-3 (Restin-111); Restin-4 COL15A1 0.65 0.44

(Restin-1V)]




Adhesion G protein-coupled receptor L1 (Calcium-independent alpha-latrotoxin

094910 - . ADGRL1 0.62 0.45
receptor 1) (CIRL-1) (Latrophilin-1) (Lectomedin-2)
Kunitz-type protease inhibitor 2 (Hepatocyte growth factor activator inhibitor

043291 L SPINT2 0.60 0.54
type 2) (HAI-2) (Placental bikunin)

Q9HCUO | Endosialin (Tumor endothelial marker 1) (CD antigen CD248) CD248 0.59 0.37

Q2UY09 Collagen alpha-1 (XXVIII) chain COL28A1 0.58 0.47
BMP and activin membrane-bound inhibitor homolog (Non-metastatic gene A

Q13145 . . . BAMBI 0.58 0.43
protein) (Putative transmembrane protein NMA)
Cartilage intermediate layer protein 2 (CILP-2) [Cleaved into: Cartilage

Q8luLs . . . i . . . CILP2 0.55 0.52
intermediate layer protein 2 C1; Cartilage intermediate layer protein 2 C2]

Q7Z5L0 Vitelline membrane outer layer protein 1 homolog VMO1 0.54 0.29

P41217 OX-2 membrane glycoprotein (CD antigen CD200) CD200 0.54 0.55
Secreted frizzled-related protein 4 (SFRP-4) (Frizzled protein, human

Q6FHJ7 . SFRP4 0.52 0.43
endometrium) (FrpHE)
CCN family member 3 (Cellular communication network factor 3) (Insulin-like

rowth factor-binding protein 9) (IBP-9) (IGF-binding protein 9) (IGFBP-9

P48745 g gp ) ( ) ( . 9P _) ( ) CCNs3 0.50 0.30
(Nephro blastoma-overexpressed gene protein homolog) (Protein NOV
homolog) (NovH)

Q96RW?7 | Hemicentin-1 (Fibulin-6) (FIBL-6) HMCN1 0.49 0.29




Ephrin type-B receptor 2 (EC 2.7.10.1) (Developmentally-regulated Eph-related
tyrosine kinase) (ELK-related tyrosine kinase) (EPH tyrosine kinase 3) (EPH-

P29323 like kinase 5) (EK5) (hEKS5) (Renal carcinoma antigen NY-REN-47) (Tyrosine- | EPHB2 0.46 0.55
protein kinase TYRO5) (Tyrosine-protein kinase receptor EPH-3) [Cleaved
into: EphB2/CTF1; EphB2/CTF2]
Fibroblast growth factor receptor 2 (FGFR-2) (EC 2.7.10.1) (K-sam) (KGFR)
P21802 ) ) FGFR2 0.46 0.45
(Keratinocyte growth factor receptor) (CD antigen CD332)
Low affinity immunoglobulin epsilon Fc receptor (BLAST-2) (C-type lectin
domain family 4 member J) (Fc-epsilon-RIl) (Immunoglobulin E-binding
P06734 factor) (Lymphocyte IgE receptor) (CD antigen CD23) [Cleaved into: Low FCER2 0.43 0.41
affinity immunoglobulin epsilon Fc receptor membrane-bound form; Low
affinity immunoglobulin epsilon Fc receptor soluble form]
Q8N2S1 Latent-transforming growth factor beta-binding protein 4 (LTBP-4) LTBP4 0.41 0.47
P80370 Protein delta homolog 1 (DLK-1) (pG2) [Cleaved into: Fetal antigen 1 (FA1)] DLK1 0.38 0.42
Q9HC56 Protocadherin-9 PCDH9 0.36 0.55
Q8NDA2 | Hemicentin-2 HMCN2 0.32 0.41




C-type mannose receptor 2 (C-type lectin domain family 13 member E)
(Endocytic receptor 180) (Macrophage mannose receptor 2) (Urokinase-type

Q9UBGO . . . . . . MRC2 0.29 0.50
plasminogen activator receptor-associated protein) (UPAR-associated protein)
(Urokinase receptor-associated protein) (CD antigen CD280)

Q9H9P2 Chondrolectin (Transmembrane protein MT75) CHODL 0.26 0.42
C-type lectin domain family 7 member A (Beta-glucan receptor) (C-type lectin

Q9BXN2 | superfamily member 12) (Dendritic cell-associated C-type lectin 1) (DC- CLEC7A 0.25 0.39
associated C-type lectin 1) (Dectin-1) (CD antigen CD369)
Fractalkine (C-X3-C motif chemokine 1) (CX3C membrane-anchored

P78423 chemokine) (Neurotactin) (Small-inducible cytokine D1) [Cleaved into: CX3CL1 0.17 0.41
Processed fractalkine]

Q8TAB3 Protocadherin-19 PCDH19 0.08 0.59
CD83 antigen (hCD83) (B-cell activation protein) (Cell surface protein HB15)

Q01151 . CD83 0.07 0.44
(CD antigen CD83)

P31151 Protein S100-A7 (Psoriasin) (S100 calcium-binding protein A7) S100A7 0.07 0.11
Interleukin-2 receptor subunit beta (IL-2 receptor subunit beta) (IL-2R subunit

P14784 beta) (IL-2RB) (High affinity IL-2 receptor subunit beta) (Interleukin-15 IL2RB 0.05 0.47
receptor subunit beta) (p70-75) (p75) (CD antigen CD122)
Soluble scavenger receptor cysteine-rich domain-containing protein SSC5D

AlL4H1 SSC5D 0.00 0.42

(Soluble scavenger protein with 5 SRCR domains) (SSc5D)







